WHATISCLAfMBnW: 

1. Is ol ntBd i mcl e ic acid having atteast 80% nocleic add sequence idaidtytn a ni^diyrt^f^fff^e^ 
that enoocfes an amino aai sequence selected from die groi^ oonsBting of the ammn add sequence shown in 
2 (SEQ ID NO:2), Figure 4 (SEQ ID N0:7). Figure 9 (SEQ ID N0:19). Rgure 11 (SEQ ID NO:28), 
Figure 15 (SEQ ID N0:3€). Figure 20 (SEQ ID NO:45), Figure 22 (SEQ ID NO:52). Figure 24 (SEQ ID 
5 NO:59), Figure 26 (SEQ ID NO:64), Rgure 28 (SEQ ID NO:69), Figure 30 (SEQ ID N0:74). Figure 33 (SEQ 
TD NO:85), Figure 35 (SEQ ID NO:90), Figure 37 (SEQ ID NO:97), Figure 39 (SEQ ID NO:102), Figure 41 
{SEQ m NO:I09). Kgure 43 (SEQ ID N0:114). Rgure 45 (SEQ ID NO:119), FSgure 47 (SEQ ID NO:124), 
Figure 49 (SEQ ID Nai32), Figure 51 (SEQ ID NO:137), Figure 53 (SEQ ID NO:I45). Figure 55 (SEQ ID 
NO:150), Figure 59 (SEQ ID NO:I57), Figure 61 (SEQ ID N0:ie2). Figure 63 GSEQ ID NO:169), Figure 66 
10 (SEQ ID NO:178), Figure 68 (SEQ ID NO:183), Figure 70 (SEQ ID NO: 190), Figure 73 (SEQ ID N0:196), 
^ Rgure 75 (SEQ ID Na206), Figure 77 (SEQ ID NO:211), Figure 79 (SEQ ID NO:216), Rgure 81 (SEQ ID 
5 NO:221). Figure 83 (SEQ ID NO:226). Figure 85 (SEQ ID NOiOl), Rgure 87 (SHEQ ID NO:236). Figure 89 
(SEQ ID NO:245), figure 9! (SEQ ID NO:254), Figure 93 (SEQ ID NO:259), Figure 95 (SEQ E> NO:264), 
^ Rgure 98 (SEQ ID NO:27D), Rgure 109 (SEQ ID NO:284), Figure 118 (SEQ ID NO:296), Rgure 120 (SEQ 
US ID NO:301); Figure 122 (SEQ ID ND:303), Figure 125 (SEQ ID NO:309). Figure 129 (SEQ ID NO:322), 
5 Rgure 132 (SEQ ID NO:330), Rgure 136 (SEQ ID NO:337), Figure 139 (SEQ ID NO:346), FigoK 142 (SEQ 
= ID Na352), Rgure 145 (SEQ ID NO:358), Rgure 147 (SEQ ID NO:363), Rgure 149 (SEQ ID NO;37Q), 
g Figure 151 (SEQ ID NO:375), Figure 153 (SEQ ID NO:380), Figure 155 (SEQ ID NO:385). Figure 157 (SEQ 
^ ID NO:390), Figure 159 (SEQ ID NO:395), Rgure 161 (SEQ ID NO:400), Figure 163 (SEQ ID NO;405). 
^ Flgme Ids (SEQ ID NO: 410). Figure 167 (SEQ ID NO:415), Figure 169 (SEQ ID NO:420), Figure 171 (SEQ 
p ID NO:425), Figure 173 (SEQ ID NO:430), figure 177 (SEQ ID NO:437), Figure 179 <SEQ ID NO:442). 
Rgure 181 (SEQ ID NO:447), Figure 183 (SEQ ID NO:452), Rgure 185 (SEQ ID NO:454), Figure 187 (SEQ 
ID NO:456), Rgure 190 (SEQ ID NO:459), Rgure 192 (SEQ ID NO:464), Figure 194 (SEQ ID NO:466), 
Rgure 196 (SEQ ID NO:468), figure 198 (SEQ ID NO:470), Fignie 200 (SEQ ID NO:472). Figure 202 (SEQ 
25 ID NO;477), Figure 204 (SEQ ID NO:483), Figure 207 (SEQ ID NO:488). Figure 209 (SEQ ID NO:496), 
Figure 211 (SEQ ID NO:498), Rgure 213 (SEQ ID NO:506), F^ 215 (SEQ ID NOSOS), Rgure 217 (SEQ 
ID NO:510), Figure 219 (SEQ ID Na515), Figure 222 (SEQ ID NO:523), Rgure 225 (SEQ ID NO:526), 
Figure 230 (SEQ ID NO:612), Figure 232 (SEQ ID NO:614), Figure 234 (SEQ ID NO:616) and Rgure 236 
(SEQIDN0:61». 

30 

2. Iso l a t ed nucle ic actdhaving at least 80% mgleic ad d sequence ideotiy to anudeotide sequence 
sdected finmtlie groiq> oonsistii^ of die nucleotide sequeiK^ sliown inFigure 1 ^EQ m NO^ 
ID N0:6). Figure 8 (SEQ ID NO: 1^, Rgure 10 (SEQ ID NO:27). Figure 14 (SEQ ID NO:35), figure 19 (SEQ 
ID NO:44), Figure 21 (SEQ ID N0:51), Rgure 23 (SEQ ID NO:58). Figure 25 (SEQ ID NO:63). I^ure 27 
35 (SEQ ID NO:68). Rgure 29 (SEQ ID NO:73), Figure 32 (SEQ ID NO;84), Figure 34 (SEQ ID NO:89), Figure 
36 (SEQ ID NO.-96). Rgure 38 (SEQ ID NO;101). Figure 40 (SEQID NO:108). figure 42 (SEQ ID N0:113), 
Figure 44 (SEQ ID NO: 1 18), Figure 46 (SEQ ID NO:123), Figure 48 (SEQ ID N0:131), Rgure 50 (SEQ ID 
NO:136), Figure 52 (SEQ ID NO:144), Figure 54 (SEQ ID N0:14?), Figure 58 (SEQ ID NO:156), Rgure 60 
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(SEQ ID N0:161). Figure 62 (SHBQ ID NO:168), Figure 65 (SEQ ID NO:177), PJgure 67 (SEQ ID NO:182), 
Rgure 69 (SEQ ID NO:189), Figure 72 (SEQ ID NO: 195). Figure 74 (SEQ ID NO:205), F^ure 76 (SEQ ID 
N0:21(J). Figure 78 (SEQ ID NO:215). Figure 80 (SEQ ID NO:220). Rgure 82 (SEQ ID NO:225), Pigm 84 
(SEQ ID NO:23C>), Figure 86 (SEQ ID NO:235), Figure 88 (SEQ ID N0344), Rgure 90 (SEQ ID NO:253), 
Figure 92 (SEQ ID NO:258), Figure 94 (SEQ ID NO:263), Figure 97 (SEQ ID NO:269). Figure 108 (SEQ ID 
5 NO:283), Figure 1 17 (SEQ ID NO-^5). Figure 119 (SEQ ID NO:300). Figure 121 (SEQ ID NO:302), Kgure 
124 (SEQ ID NO:308), F«ure 128 (SEQ ID NO:321). F^ 131 (SEQ ID NO:329). I^ure 135 (SEQ E> 
NO J36>. Figure 138 (SEQ ID NO:34^, Figure 141 (SEQ ID NO:351). Figure 144 (SEQ ID I«):357), Rgure 
146 (SEQ ID NO:362), Figure 148 (SEQ ID NO:369), Figure 150 (SEQ ID NO:374), Rgure 152 (SEQ ID 
NO:379), Figure 154 (SEQ ID NO:384), Figure 156 (SEQ ID NO:389), Rgure 158 (SEQ ID NO:394). Figure 
10 160 (SEQ ID NO;399). F«ure 162 (SEQ ID NO:404). Figure 164 (SEQ ID NO:409), Figure 166 CSEQ ID 
N0:414), Figure 168 (SEQ ID NO:419), Figure 170 (SEQ ID NO:424), Figure 172 (SEQ ID NO:429), Rgure 
p 176 (SEQ ID NO:436), Figure 178 (SEQ ID NO:441), Figure 180 (SEQ ID NO:446), Rgure 182 (SEQ ID 
# NO:451), Figure 184 (SEQ ID NO:453), figure 186 (SEQ ID NO:455), Rgure 189 (SEQ ID NO:458), Figure 
Q 191 (SEQ ID NO:463), Figure 193 (SEQ ID NO:465). Rgure 195 CSEQ ED NO:4«7), Rgure 197 (SEQ ID 
?C5 NO:469). figure 199 (SEQ ID NO:471). Figure 201 (SEQ ID NO:476), Rgure 203 (SEQ ID NO:482). Rgore 
2 206 (SEQ ID NO:487). Figure 208 (SEQ ID NO:495), Rgure 210 ^EQ ID NO:497), Figure 212 (SEQ ID 
Ul NO:505). Kgure 214 (SEQ ID NO:507), Kgure 216 (SEQ ID NO:509). Rgure 218 (SEQ ID NO-^1-0, Rgure 
221 (SEQ ID NO:522). Figure 224 (SEQ ID NO:525), Figure 229 (SEQ ID N0:6ll). Rgure 231 (SEQ ID 
Q NO:613), Rgure 233 (SEQ ID NO:615) and Figure 235 (SEQ ID NO:617). 

m 

ii% 

p 3. Is(datediuiclekaddhavmgatIeast80%niHdeica(M 

1 (SEQ ID N0:1), Figure 3 (SEQ ID N0.-6), Rgure 8 (SEQ ID N0:18). Figure 10 (SEQ ID NO:27). Rgure 
14 (SEQ ID NO:35). Figure 19 (SEQ ID NO:44), Figure 21 (SEQ ID N0:51). Rgure 23 (SEQ ID NO:38). 
25 Figure 25 (SEQ ID NO:63), Rgure 27 (SEQ ID NO:68), Rgure 29 (SEQ ID NO:73), Figure 32 (SEQ ID 
NO:84). Figure 34 (SEQ ID NO;89), Rgure 36 (SEQ ID N0:9^, Figure 38 (SEQID NO: 101). Rgure40 ^EQ 
ID NO:108). Figure 42 (SEQ ID N0:1 13). Figure 44 (SEQ ID N0:118), Figure 46 (SEQ ID NO: 123). Rgure 

48(SEQIDNO:131),Figurc50(SEQIDNO:136),Figure52(SEQIDNO:l44).Rgure54(SEQIDNO:149). 
Rgme 58 (SEQ ID NO:156). Figure 60 (SEQ ID N0:161). Rgnre 62 (SEQ ID N0:168). Figure 65 CSEQ ID 

30 NOrlTT), Figure 67 (SEQ ID NO:182). Figure 69 CffiQ ID NO:189). Rgure 72 (SEQ ID NO:195), Rgure 74 
(SEQ ID NO:205), Figure 76 (SEQ ID NO:210), Rgure 78 (SEQ ID NO:215), Rgure 80 (SEQ ID NO:220), 
Figure 82 (SEQ ID NO:225), Figure 84 (SEQ ID NO:230), Rgure 86 (SEQ ID NO:235), Rgure 88 (SEQ ID 
NO:244). Figure 90 (SEQ ID NOi253). Rgure 92 (SEQ ID NO:258). Rgure 94 (SEQ ID NO;2fi3), Rgure 97 
(SEQ ID NO:269). Figure m (SEQ ID NO:283). Figure 117 (SEQ ID NO:295), Figure 119 (SEQ ID 

35 NO:300). Rgure 121 (SEQ ID NO302). Rgure 124 ^EQ ID NO:308). Rgure 128 CSEQ ID NO:321), Figure 
131 (SEQ ID NO:329), Figure 135 (SEQ ID NO:336), Figure 138 (SEQ ID NO;345), Rgure 141 (SEQ ID 
N0351), Figure 144 (SEQ ID NO:357), Figure 146 (SEQ ID NO:362). Rgure 148 (SEQ ID NO:369), Figure 
150 (SEQ ID NO-J74), Figure 152 (SEQ ID NO:379), Figure 154 (SEQ ID NO:384), Rgotc 156 (SEQ ID 
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NO:389). Figure 158 (SEQ ID NO:394). Figure 160 (SEQ ID NO:399). Figure 162 (SEQ ID NO:404), Figure 
164 (SEQ ID NO:409X Figure 166 (SEQ ID Np:414), Figure 1^ (SEQ ID NO;419), Rgure 170 (SEQ ID 
NO:424), Figure 172 (SEQ ID NO:429), Figure 176 (SEQ ID NO:436). Rgure 178 (SEQ ID NO:441). Figure 
180 (SEQ ID NO:446), Rgure 182 (SEQ ID NO:451). Figure 184 (SEQ ID NO:453), Rgurc 186 (SEQ ID 
NO:455), Figure 189 (SEQ ID NO:458), figure 191 (SEQ ID NO:463), Figure 193 (SEQ ID NO:465). Figure 
195 (SEQ ID NO:467), Figure 197 (SEQ ID NO:469), Figure 199 (SEQ ID NO:471). Figure 201 (SEQ ID 
NO:476). Figure 203 (SEQ ID NO:482). Figure 206 (SEQ ID NO:487), Figure 208 (SECj ID NO:495), Figure 
210 (SEQ ID NO:497). Figure 212 (SEQ ID NO:505), Kguie 214 (SEQ ID NO:507), Figure 216 (SEQ ID 
NO:509). Figure 218 (SEQ ID NO:514). Figure 221 (SEQ ID NO:522), Figure 224 (SEQ JD NO:525), Figure 
229 (SEQ ID N0:611)» Figure 231 ^ID NO:613}. Figure 233 (SEQ ID NO:615) airi Figure 235 (SEQ ID 
NO:617). 

4. bolatedixucleicacidhaviiig8tleast80%iiuc^acids 

sequence of the DNA. deposited under ATCC accession number ATCC 209791 , ATCC 209786, ATCC 209788, 
ATCC 209787, ATCC 209789, ATCC 209617, ATCC209e20, ATCC 209616, ATCC 209679, ATCC 209654, 
ATCC2096S5, ATCC2Q9656, ATCC 209721, ATCC 209717, ATCC 209716, ATCC 209722, ATCC 209668, 
ATCC 209670, ATCC 209718, ATCC 209784, ATCC209703. ATCC209808, ATCC2Q9810, ATCC209699, 
ATCC209811, ATCC 209813, ATCC 209705, ATCC 209806, ATCC 209809, ATCC 209805, ATCC 209812, 
ATCC209844, ATCC 209847. ATCC 209845, ATCC 209843, ATCC 209846, ATCC 209750, ATCC 209848, 
ATCC 209851, ATCC209754. ATCC 209747, ATCC 209861, ATCC 209862, ATCC 209867, ATCC 209879. 
ATCC 209868, ATCC 209869, ATCC 209775 , ATCC 209772, ATCC 209774, ATCC 209777. ATCC 209905, 
ATCC 209855, ATCC 209910, ATCC 209424, ATCC 209720, ATCC 209714, ATCC ^)9785, ATCC 20»1 1, 
ATCC 209669,ATOC209704,ATCC 209702, ATCC 209701,ATOC209700,ATCC^^ 
ATCC 209807, ATCC 209753. ATCC 2(»749. ATCC 209748, ATCC 2C»842, ATCC 209849. ATCC 209880. 
ATCC 209864, ATCC 209882, AT(X: 209883. ATCC 209865, ATCC 209866, ATCC 209857, ATCC 209870, 
ATXX 209859, ATCC 209653, ATCC 209389. ATCC 209386, ATCC 203242, ATCC 203243, ATCC 209783, 
ATCC 209487, ATCC 2(»680, 240-FrA or ATCC 209773. 

5. Avectoromprisiiigtibenudeicdcidof anyoi^ofC]^^ I to 4. 

6. ^ The vector of Qaim 5 operably linked to control sequoioes recognized by a host cdl 
transformed with the vector* 

7. A host cell con^rising the vector of Claim 5. 

8 . The host ceU of Qaim 7, wherein said ceQ is a CHO ceJL 

9. Itehostoe]lofClami7, «1}ereinsaidceUisan£ coU* 
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10, 



The host cdl of C3aim 7, wherein said cell is 8 yea^ cdL 



11. A process for producing a PRO polvpqrtides comprising cnhmmg the Imur mTl nf <Timn 7 
umfer conditicns suitable for eqoession of said PROpofypqjtide ai^ 

odlcolture. 

5 

12. An isolated poiyp^ide timing at least 80% amino acid sequence identity to an amino add 
sequence selected from the group consisting of the amino acid sequence shown in EHgure 2 CSEQ ID N0:2}, 
Kgure 4 (S^ ID NO:7). Rgnre 9 (SEQ ID N0;19), Rgore 1 1 ^BQ ID NO:28). Figure 15 (SEQ ID NO-36). 
Hgure 20 (SEQ ID NO:45). Figure 22 (SEQ ID NO:52), Rgoie 24 (SEQ ID NO:59). Kgure 26 (SEQ © 

10 NO:64). Figure 28 (SEQ ID N0:e9), Fjguie 30 (SEQ ID NO:74). Figure 33 (SEQ ID NO;85), Figure 35 ffEQ 
ID NO:90), Figure 37 (SEQ ID NO:97). Figure 39 (SEQ JD NOrlQZ), Hguie 41 (SEQ ID NO:109), Hgure 
O 43 (SEQ IDN0:114). Fi©ire45 (SEQIDN0:119), Kgure47 (SEQID NO:124), Figure 49 (SEQ ID NO:132), 
^ Rgure51 (SEQID Nai37),Figurc53(SEQ ID NO;145),FigHie55(SEQIDNO:l«)),Figur859(SEQID 
S NO:157), Figure 61 (SEQ ID N0:lfi2), Figure 63 (SEQ ID NO:169). Figure 66 (JSEQ ID NO:178), Figure ^ 
SS (SEQ ID NO:183). Figure 70 (SEQ ID NO:190). Figure 73 (SEQ ID NO:196). Figure 75 (SEQ ID NO:206). 
=g Figure 77 (SEQ ID N0:211), Rgure 79 (SEQ ID Na216), Figure 81 (SEQ ID NO:221), 83 (SEQ ID 
W NO-J826), Figure 85 (SEQ ID NO:231). Figure 87 (SEQ ID NO:236), Figure S9 (SEQ ID NO:245). Figure 91 
(SEQ ID NO:254), Figure 93 (SEQ ID NO:259). Figure 95 (SEQ ID NO:264). Figure 98 (SEQ ID NO:270). 
O Hgure 109 (SEQ ID NO:284), Figure 118 (SEQ ID NO:296), Rgure 120 (SEQ ID NO;301), Figure 122 CSEQ 
^0 ID NO:303), Kgure 125 (SEQ ID NO:309), Kgure 129 (SEQ ID NO:322). Figure 132 (SEQ ID NO:330), 
p F^ure 136 {SEQ ID NO:337), Figure 139 (SEQ ID NO:346), Kgure 142 (SEQ ID NO:352), Figure 145 (SEQ 
JD NO:358). Kgure 147 (SEQ ID NO:363), Figure 149 (SEQ ID NO:370). Kgore 151 (SEQ ID NO:375), 
Figure 153 (SK2 ID NO:380). Kgure 155 (SEQ ID NO-J85). Kgure 157 (SEQ ID NO:390), Figure 159 CSEQ 
ID NO:395). Kgure 161 (SEQ ID NO:400). Figure 163 (SEQ ID NO:405), Kgure 165 (SEQ ID NO:410), 
25 Figure 167 (SEQ ID NO:415), Figure 169 (SEQ ID NO:420), Figure 17 1 (SEQ ID NO:42^. Figure 173 (SEQ 
ID NO:430), Figure 177 (SEQ ID NO:437), Figure 179 (SEQ ID NO:442), Figure 181 (SEQ ID NO;447), 
Figure 183 (SEQ ID NO:452), Figure 185 (SEQ JD NO:454), Figure 187 (SEQ ID NO:456), Figure 190 (SEQ 
ID NO:459), Figure 192 (SEQ ID NO:464), Figure 194 (SEQ ID NO:46Q, Figure 196 (SEQ ID NO:^^), 
Figure 198 (SEQ ID NCk470), Kgure 200 (SEQ ID NP:472), Kgwe 202 (SEQ ID NO:477), Kgure 204 CSEQ 
30 ID NO:483), Figure 207 (SEQ ID NO:488), Figure 209 (SEQ ID NO:496). Kgore 21 1 CSEQ ID NO:498}. 
Figure 213 (SEQ ID NO:506), Figure 215 (SEQ ID NO-.508), Figure 217 (SEQ ID NO:510). Figure 219 (SEQ 
ID NO:515). Kgure 222 (SEQ ID NO:523), Figure 225 (SEQ ID NO:526), Figure 230 (SEQ ID NO:612), 
Kgure 232 (SEQ ID NO:614). Figure 234 (SEQ ID NO:616) and Figure 236 (SEQ ID NO:618). 

35 

13. An isolated polyp^ide scoring at feast 80% positives M^ien craiipared to an andno add 
sequence sdected from die groiq) consisting of tlie amino add sequence shown in Kgure 2 CSEQ ID NO:2), 
Kgure 4 (SEQ ID NO:7), F%ure 9 (SEQID N0:19), Figure 1 1 (SEQ ID NO:28), Rgure 15 (SEQ ID N0:3<^, 
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Fignre 20 (SEQ ID NO:45), Figure 22 (SEQ ID NO:32), Flgme 24 (SEQ ID NO:59), Figure 26 (SEQ ID 
NO:64). Figure 28 (SEQ ID NO:69}. FJguie 30 (SEQ ID NO:74), Hgure 33 (SEQ ID NO:85), Figure 35 ^EQ 
ID NO:90), Figure 37 (SEQ ID NO:97), Figure 39 (SEQ ID NO:102), Hgure 41 (SEQ ID NO:109), Rgure 
43 (SEQIDN0:114), Figure 45 (SEQ ID N0:119). Figure 47 (SEQ ID NO;124), Figurc49(SEQIDNO:132), 
Figure 51 (SEQ ID NO:137), Figure 53 CSBQ ID NO:143). Rgnre 55 (SEQ ID NO:150). Figure 59 (SEQ ID 
5 NO:157). Figure 61 (SEQ ID NO:162), Figure 63 (SEQ ID NO: 169), Rgure 66 (SEQ ID NO:178), Figure 68 
(SEQ ID NO:183). Figure 70 (SEQ ID NO:190), Figure 73 (SEQ ID NO:I96), Figure 75 (SEQ ID NO:206), 
Figure 77 (SEQ ID N0:21 1), Figure 79 (SEQ ID NO:216). Figure 81 (SEQ ID NO:221), Figure 83 (SEQ ID 
NO:226), Figure 85 (SEQ ID NO:231), Figure 87 (SEQ ID NO:236), Rgure 89 (SEQ ID NO:245). Hgure 91 
(SEQ ID NO:254), Figure 93 (SEQ ID NOa59), Figure 95 (SEQ ID NO.-264), Figure 98 (SEQ ID NO:270), 
10 Figure 109 (SEQ ID NO:284), Rgure 1 18 (SEQ ID NO:296). Figure 120 (SEQ ID NO-JOl). Hgure 122 (SEQ 
ID NO:303), Figure 125 (SEQ ID NO:309). Figure 129 CJBQ ID NO:322). Rgure 132 (SEQ ED NO:33D), 
D Figure 136 (SEQ ID NO:337). Figure 139 (SEQ ID NO:346). Figure 142 (SEQ ID NO:35:^, Hgure 145 (SEQ 
^ ID NO:358), Rgure 147 (SEQ ID NO:363). Figure 149 (SEQ ID NO:370), Figure 151 (SEQ E) NO:375), 
^ Rgure 153 (SEQ ID NO:380), Hgure 155 (SEQ ID NO:385), Rgure 157 (SEQ ID NO:390), Figure 159 (SEQ 
^ ID NO:395), Hgure 161 (SEQ ID NO:400), Hgare 163 (SEQ ID NO:405). Figure 165 (SEQ ID NO:41Q), 
0 Rgure 167 (SEQ ID NO:415), Rgure 169 {SEQ ID NO:420), Hgure 171 (SEQ ID NO:425), Figure 173 (SEQ 
^ ' ID NO:430). Figore 177 (SEQ ID NO:437). Rgure 179 CSBQ ID NO:442), Rgure 181 (SEQ ID NO:447). 
1^ Rgure 183 (SEQ ID NO:452), Figure 185 dSBQ ID n6:454), Rgure 187 ^EQ ID NO:456>, Figure 190 (SEQ 
e ID NO:459), F^ure 192 (SEQ ID NO:464), Figure 194 (SEQ ID NO:466), figure 196 (SEQ ID NO:468). 
P) Rgure 198 (SEQ ID NO:470), Figure 200 (SEQ ID NG:472). Figure 202 (SEQ ID NO:477), Figure 204 (SEQ 
P ID NO:483). Rgure 207 (SEQ ID NO:48«, Rgure 209 (SEQ ID NO:496), Figure 211 (SEQ ID NO:498), 
^ Rgure 213 (SEQ ID NO:506), Hgure 215 (SEQ ID NO:508). Figure 217 (SEQ ID NO:510). Figure 219 (SEQ 
ID NO:515), F^pre 222 (SEQ ID NO:523), Rgure 225 (SEQ ID NO:S26), Figure 230 (SEQ ID NO:612), 
Figjire 232 (SEQ ID NO:614), Rgure 234 (SEQ ID NO:616) and Figure 236 (SEQ ID NO:618). 

25 

14. An isolated polypeptide having at least 80% amino acid segnencg fdairiiy tn an nmfpo ^•<j 
sequoice encoded tiie full-lengdi coding sequence of (he DNA deposited under ATCC accessicm number 
ATCC 209791 , ATCC 209786, ATCC 209788, ATCC 209787, ATCC 209789. ATCC 209617. ATCC 209620, 
ATCC209616, ATCC 209679, ATCC 209654. ATCC2Q96S5. ATCC 209656, ATOC209721. A1XX:209717, 

30 ATCC209716. ATOC209722. ATCC209668.AKX:209e70, ATCC209718,AT<X:209784,ATa;20OTra^ 
ATOC209808. ATCC 209810. ATCC209fi99, ATCC 209811. ATCC 209813. ATCC 209705, ATOC209806, 
ATCC 209809. ATCC 209805. ATCC 209812. ATCC 209844, ATCC 209847. ATO: 209845, ATCC 209843, 
ATOC209846, ATCC 209750, ATCC 209848. ATCC209851,ATCC209754.ATCC209747,ATCC209861, 
ATCC209862. ATCC 209867. ATCC 209879,ATCC 209868. ATCC209869,ATOC209775.ATOC 209772, 

35 ATOC209774.ATCC209777.ATCC209905,ATCC209855.ATCC209910,ATCC209424.ATCC2Q9720. 
ATCC 209714. ATCC 209785, ATCC 20991 1. ATCC 209669, ATCC 209704, ATCC 209702, ATCC209701, 
ATCC 209700, ATCC 209814, ATCC 209715, ATCC 209807. ATCC 209753. ATCC209749, ATCC 209748, 
ATOC209842. ATCC 209849, ATCC 209880, ATCC 209864. ATCC 209882. ATCC209883, ATCC 209863. 
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ATCC209866. ATCC 209857. ATCC 209870, ATOC209859. ATCC209fi53. ATCC 209389. ATCC 209386, 
ATCC 203242. ATCC 203243, ATCC 209783, ATCC 209487, ATCC 209«0, 240-M'A or ATOC 209773. 



15. A cfaimeric molecule ramprising a polypqiti^ 
to a betexologoiis amino acH setpience. 

5 

16. The diimenc molecule of Claim IS, v^licrein said heterologous amino add sequence is an 
epitope tag seqiKoce. 

17. The dmnericmolecde of Claim 15, wherein said h^erQlogons gmmn ^j^egnenre fs a Pc 
10 te0aa of an tnununogiobulia. 

^ 18. Anan£ibocty\Aidiq»ecificanybindstoap^^ 

« 14, 

19, The antibody of Claim 18. wl^rein said antibody is a monodonal antibody, a humanized 
, ^ sm^body or a siti^e-dbain antibodly* 

s 

^ 20, Elated nudeic acid having at least ^%nudeic add sequence id^i^ 

^ (a) a imnlf o tide sequence encoding fee polypqrtide thoro. in Kgme 2 (SEQ ID N0:2), Figure 4 

ffl) (SEQ ID NO:7). Figure 9 (SEQ ID N0:19). Figure 11 (SEQ ID NO:28). F^goie 15 (SEQ ID NO:36). Figure 
P 20 (SEQ ID NO:45), Figure 22 (SEQ ID NO:52), Rgore 24 (SEQ ID NO-.59). Figure 26 (SEQ ID NO:64). 
Figure 28 (SEQ ID NO:69). Figure 30 (SEQ ID NO:74), Figure 33 (SEQ ID NO:85), Figure 33 (SEQ ID 
NO:90), Figure 37 (SEQ ID NO:97). Figure 39 (SEQ ID NO:102), Figure 41 (SEQ ID NO:109), Figure 43 
(SEQ ID N0:114). Rgure 45 (SEQ ID N0:119), Figure 47 (SEQ ID NO:124), Figure 49 (SEQ ID NO: 132), 
25 Figure 51 (SEQ ID NO:137), Figure 53 (SEQ ID NO;145), Figure 55 (SEQ ID NO:150), Rgnrc 59 (SEQ ID 
NO:157), Figure 61 (SEQ ID NO:162). Figure 63 (SEQ ID NO:ie9), Figure 66 (SEQ ID NO:178). Figure « 
(SEQ ID NO:183). Rgure 70 (SEQ ID NO:190). Rgure 73 (SEQ ID NO:196), Figure 75 (SEQ ID NO:206). 
Figure 77 (SEQ ID N0:21 1), Figure 79 (SEQ ID UO:2l€), figure 81 (SEQ ID NO;221). Figure 83 (SEQ ID 
NO:226), Figure 85 (SEQ ID NO:231), Figure 87 (SEQ ID NO:236), Figure 89 (SEQ ID KO:2A5), Kgure 91 
30 (SEQ ID NO:254), Figure 93 (SEQ ID NO;259), Figure 95 (SEQ ID NO:264). Figure 98 (SEQ ID NO:270). 
Figure 109 (SEQ ID NO:284), Figure 1 18 (SEQ ID NO:296). Figure 120 (SEQ ID NO:301). Hgure 122 (SEQ 
ID NO:303). Figure 125 (SEQ ID NO:309), Figure 129 (SEQ ID M>:322), Figure 132 (SEQ ID NO:330), 
Figure 136 (SEQ ID NO:337). Figure 139 (SEQ ID NO:346). Figure 142 (SEQ ID NO:35^. Figure 145 (SEQ 
n> NO:358), Figure 147 (SEQ ID NO:363). Figure 149 (SEQ ID NO:370), Figure 151 (SEQ ID NO:375), 
35 Rgure 153 (SEQ ID NO:380). Figure 155 (SEQID NO:385), Figure 157 (SEQID NO:390), Figure 159 (SEQ 
ID NO:395), Figure 161 (SEQ ID NO:400). Rgure 163 (SEQ ID NO:405), Figure 165 (SEQ ID Na410), 
Figure 167 (SEQ ID NO:415>, Kgure 169 (SEQ ID NO:420). Figure 171 (SEQ ID NO:425), Figure 173 (SEQ 
ID NO;430), Figure 177 (SEQ ID NO:437). Figure 179 (SEQ ID NO:442), Rgure 181 CSEQ ID NO:447), 
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Figure 183 (SEQ ID NO:452). Figure 185 (SEQ ID NO:454), Figure 187 (SEQ ID NO:456), Figure 190 (SEQ 
ID NO:459), Figure 192 (SEQ ID NO:464). Figure 194 (SEQ ID NO:466). Figure 196 (SEQ ID NO:468), 
Figure 198 (SEQ ID NO:470). Hgure 200 (SEQ ID NO:472). Rgure 202 (SEQ ID NO:477), Figure 204 (SEQ 
ID NO:483), Figure 207 (SEQ ID NO:488), Figure 209 (SEQ ID NO:496), Figure 211 (SEQ E) NO:498), 
Figure 213 (SEQ ID NO:506). Figure 215 (SEQ ID NO:508). Rgnre 217 (SEQ ID NO:510), Figure 219 (SEQ 
5 ID NO:515), Figure 222 (SEQ ID NO:523). Figure 225 (SEQ ID N<W26), Figure 230 (SEQ ID Na612), 
Figure 232 (SEQ ID N0:61^. Figure 234 (SEQ ID NO:616) or Figure 236 (SEQ ID NO:618), laddng its 
associated signal peptide; 

(b) a iiiu:leotideseqQeiK»eiX»ding an extracellular donu^ 
(SEQ ID N0:2), Figure 4 (SEQ ID N0:7), Figure 9 (SEQ ID N0:19), Hgure 11 (SEQ ID NO:28), Figure 15 
10 (SEQ ID NO:36), Rgure 20 (SEQ ID NO:45), Figure 22 (SEQ ID NO:52), Figure 24 (SEQ ID NO:59). Figure 
_ 26 (SEQ ID NO:64). Hgure 28 (SEQ ID NO:69), Figure 30 (SEQ ID NO:74), Rgure 33 (SEQ ID NO:85). 
g Figure 35 (SEQ ID NO:90), Figure 37 (SEQ ID NO.-97), Rgure 39 (SEQ ID NO:102), Figure 41 (SEQ ID 
^ NQ:109),Flgure43(SEQIDNO:114),Figure45(SEQIDNO:I19),Figure47(SEQIDNO:124). Figure49 
^ (SEQ ID NO:132). Rgure 51 (SEQ ID NO:137). Rgure 53 (SEQ ID NO:145), Rgure 55 (SEQ ID NO:150), 
Figure 59 (SEQ ID NO:157), Rgure 61 (SEQ ID NO:162), Rgure 63 (SEQ ID NO:169), Figure 66 (SEQ ID 
g NO:178), Figure & (SEQ ID NO:183), Figure 70 (SEQ ID NO:190), Figure 73 (SEQ ID NO;196), figure 75 
' (SEQ ID NO:206). Rgure 77 (SEQ ID NO:21 1). Rgure 79 (SEQ ID NO.-21Q. Rgure 81 (SEQ ID NO:221), 
^ Kgure 83 (SEQ ID NO:226). Rgure 85 (SEQ ID NO:231). Rgure 87 (SEQ ID NO:23Q, Rpire 89 (SEQ ID 
g NO:245), Hgure 91 (SEQ ID NO:254). Figure 93 (SEQ ID NO:259), Hgure 95 (SEQ ID NO:264), Hgpre 98 
^ (SEQ ID NO:270), Figure 109 (SEQ ED NO:284), Hgure 118 (SEQ ID N0:»6), Figure 120 (SEQ ID 
0 NO:301), Figure 122 (SEQ ID NO;303), Figure 125 (SEQ ID NO:30?). Figure 129 (SEQ ID NO:322). Hgore 
132 (SEQ ID NO:330), Figure 136 (SEQ ID NO:337), Figure 139 (SEQ ID NO;34«, Figure 142 (SEQ ID 
NO:352), Rgure 145 (SEQ ID NO:358), Rgure 147 (SEQ ID NO:363). Figure 149 (SEQ ID NO:370), Hgure 
151 (SEQ JD NO:375). Figure 153 (SEQ ID NO:380). Figure 155 (SEQ ID NO:385), Figure 157 (SEQ ID 
25 NO:390), Figure 159 (SEQ ID NO:395), Rgure 161 (SEQ ID NO:400), Rgure 163 (SEQ ID NO:405), Figure 
165 (SEQ ID N0:410), Figure 167 (SEQ ID NO:415), Rgure 1® (SEQ ID NO:420), Figure 171 (SEQ ID 
NO:425>, Figure 173 (SEQ ID NO:430), Figure 177 (SEQ ID NO:437), Figure 179 (SBQ ID NO:442). Figure 
181 (SEQ ID NO:447). Figure 183 (SEQ ED NO:452), Figure 185 (SEQ ID NO;454), Figure 187 (SEQ ID 
NO:456), Figure 190 (SEQ ID NO:459), Figure 192 (SEQ ID NO:464), Hgure 194 (SEQ ID N0:4«), Rgure 
30 196 (SEQ ID NO:46^, Figure 198 (SEQ ID NO:470). Figure 200 (SEQ JD NO:472), Hgnrc 202 GSEQ ID 
NO:477), Figure 204 (SEQ ID NO:483). Figure M7 (SEQ ID NO:488). Figure 209 (SEQ ID NO:496). Rgure 
21 1 (SEQ ID NO:498). Figure 213 (SEQ ID n6:506), figure 215 (SEQ ID NO:508). Hgure 217 (^ ID 
NO:510), Hgure 219 (SEQ ID NO;515). Figure 222 (SBQ ID NO:523), Figure 225 {SBQ ID NO:526), Figure 
230 (SBQ ID NO:612), Figure 232 (SEQ ID NO:614), Figure 234 (SBQ ID NO:616) or Figure 236 (SEQ ID 
3S NO':618), witti its associated signal peptide or 

(c) a niKleotide sequence eocoding an ffidraceUular domain of die polypqjtided^ 
(SEQ m N0:2), Hgure 4 (SEQ ID N0:7). Figure 9 (SEQ ID NO: 19). Rgure 1 1 (SEQ ID NO:28), Figure 15 
(SEQ ID NO:36), Hgure 20 (SEQ ID NO:45), Figure 22 (SEQ ID NO:52), Figure 24 (SEQ ID NO:59), Hgure 
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26 (SEQ ID NO:64), Figure 28 (SEQ ID NO:69). Figure 30 (SEQ ID NO:74). Kgure 33 (SEQ ID N0:8S), 
Wigfoe 35 (SEQ ID N0:90). Figure 37 (SEQ ID NO:97), Rgure 39 (SEQ ID NO:102), Figure 41 (SEQ ID 
NO:109), Hgure 43 (SEQ n> NOrlW), Rgure45 (SEQ ID N0:1 19). Figure 47 (SEQ ID NO: 124). Figure 49 
(SEQ ID NO:132), Figure 51 (SEQ ID NO: 137), Figure 53 (SEQ ID NO:145), Figure 55 (SEQ ID NO:15(9, 
Figure 59 (SEQ ID NO:157), Figure 61 ^EQ ID NO:162). Figure 63 (SEQ ID NO:l^. Figure 66 (SEQ ID 
5 NO:178). Figure 68 (SEQ ID NO:183). F^pre 70 (SEQ ID NO: 190), Figure 73 (SEQ ID NO:196). F<gure 75 
(SEQ ID NO:206), Figure 77 (SEQ ID N0:211), Figure 79 CSEQ ID NO:216), Figure 81 (SEQ ID NO:221), 
Hgure 83 (SEQ ID N0:226). Figure 85 CSEQ ID N0:231). Kgure 87 (SEQ ID N0:236). Figure 89 (SEQ ID 
NO:245), Figure 91 (SEQ ID N0:254). Figure 93 (SEQ ID NO.-259), Figure 95 (SEQ ID N0:264). Figure 98 
(SEQ ID NOiTJG), Figure 109 (SEQ ID NO:284), Figure 118 (SEQ ID NO:29^. Rgure 120 (SEQ ID 
10 NO:301), Figure 122 (SEQ ID NO-^03), Figure 125 (SEQ ID NO:309). Figure 129 (SEQ ID NO:322), Figure 
132 CSEQ ID N0330), Figure 136 (SEQ ID NO:337), Figure 139 (SEQ ID NO:346). Figure 142 (SEQ ID 
NO:352), Figure 145 (SEQ ID NO:358), Figore 147 (SEQ ID NO:363), Figure 149 (SEQ ID NO:370). Kgure 
151 (SEQ ID NO:375). Figure 153 (SEQ ID NO:380), Figure 155 (SEQ ID NO:385). Figure 157 (SEQ ID 
NO:390), Figure 159 (SEQ ID NO:395). Rgnre 161 (SEQ ID NO:400). Figure 163 CSEQ ID NO:40S). Rgure 
165 (SEQ ID NO:410). Figure 167 (SEQ ID N0:41S), Figure 169 (SEQ ID m-ATS), Rgure 171 ^EQ ID 
NO:425), Figure 173 (SEQ ID NO:430), Figure 177 (SEQ ID NO:437), Kgure 179 ^EQ ID NO:442), Rgure 
181 (SEQ ID NO:447), Figure 183 (SEQ ID NO:4S2), Hgure 185 (SEQ ID NO:4S4). F^ure 187 (SEQ ID 
NO:456), Figure 190 (SEQ ID NO:459). Figure 192 (SEQ ID NO:464). Hgure 194 (SEQ ID NO:466). Hgure 
196 (SEQ ID NO:468). Figure 198 (SEQ ID NO:470), Hgure 200 (SEQ ID NO:472), Figure 202 (SEQ ID 
NO:477), Figure 204 (SEQ ID NO:483), F^ 207 (SEQ ID NO:488), Kgure 209 OSBQ ID NO:496), Hgure 
211 (SEQ ID NO:498). Figure 213 (SEQ ID NO:50Q, Hgure 215 (SEQ ID NO:508), F«ure 217 (SEQ ID 
NO:510). Figure 219 (SEQ ID NO:515). Kgure 222 (SEQ ID NO:523). I^ure 225 (SEQ ID NO:526), Hgure 
230 (SEQ ID NO:612), Figure 232 (SEQ ID NO:614), Figure 234 (SEQ ID NO:616) or Figure 236 (SEQ ID 
NO:618), lacking its associated signal p^tide. 
25 

21. An isolated pol3i)eptideiianiig at lean 80% ainim acid sequeiK«i^ 
(a) die polypqMide shown in Hgure 2 (SEQ ID N0:2), Hgure 4 (SEQ ID NO:7), Figure 9 (SEQ 
ID N0:19). Figure 1 1 (SEQ ID NO:28), Figqre 15 (SEQ ID NO:36), Figure 20 (SEQ ID NO:45), Hgure 22 
(SEQ ID NO:52), Figure 24 (SEQ ID NCh59). Rgure 26 ID NO:64). Figure 28 (SEQ ID NO:e9). Hgure 

30 30 (SEQ ID NO:74). Figure 33 (SEQ ID NO:85). Hgure 35 (SEQ ID NO:90), Figure 37 (SEQ ID NO:97). 
Hgure 39 (SBQ ID N0:1Q2). Figare 41 (SEQ ID NO:10^. Figure 43 ID N0:114). Figure 45 (SEQ ID 
N0:1 19). Figure 47 (SEQ ID NO:124). Figure 49 (SEQ ID NO: 132), Kgure 51 (SEQ ID NO:137), Figure 53 
(SEQ ID NO:145), Figure 55 (SEQ ID NO:150). Figure 59 (SEQ ID NO;157). Kgure 61 (SBQ ID NO:l«), 
Figure 63 (SEQ ID NO:169), Figure 66 (SEQ ID N0:17g). Figure 68 (SEQ ID NO:183). Figure 70 (SEQ ID 

35 NO:190). Figure 73 (SEQ ID NO:196), Figure 75 (SEQ ID NO:206), Figure 77 ^SEQ ID N0:211), Figure 79 
(SEQ ID NO:216). Figure 81 (SEQ ID NO:221), Figure 83 (SEQ ID NO:226), Figure 85 (SEQ ID NO:231). 
Figure 87 (SEQ ID NO:236). Kgure 89 {SBQ JD NO:245), Kgure 91 CSEQ ID NO:254), Hgure 93 (SEQ ID 
NO:259), Rgure 95 (SEQ ID NO:264), Hgure 98 (SEQ ID NO;270), Kgure 109 (SEQ ID NO:284), Hgure 
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118 (SEQ ID NO:296). Hgnre 120 (SEQ ID NO:30l). Rgure 122 (SEQ E) N0:3(B), Fignie 125 (SEQ ID 
NO:309), Figure 129 (SEQ ID NO:322), Figure 132 (SEQ ID NO;330). Figure 136 ^EQ ID NO:337), Figure 
139 (SEQ ID NO:34^. Rgure 142 (SEQ ID N0:352). Figure 145 (SEQ ID N0358), Figure 147 (SEQ ID 
NO:363), Figure 149 (SEQ ID NOJ70), Figure 151 (SRJ ID NO:375), Figure 153 (SBQID NO:380), Figure 
155 (SEQ ID NO:385), Figure 157 (SEQ ID NO:3gO). Figure 159 (SEQ ID NO;395), Figure 161 (SEQ ID 
5 NO:400). Figure 163 (SEQ ID NO:405). Figure 165 (SEQ ID NO:410), Kgure 167 (SEQ ID NO:415), Figure 
169 (SEQ ID NO:420), Rgure 171 (SEQ ID NO:425), Figure 173 (SEQ ID Na430), Figure 177 (SEQ ID 
NO:437), Figure 179 (SEQ ID NO:442), Figure 181 (SEQ ID NO:447), Figure 183 (SEQ ID NO:452), Rgure 
185 (SEQ ID NO:454), Figure 187 (SEQ ID NO:456). Figure 190 (SEQ H) NC>:459), Figure 192 (SEQ ID 
NO:464), Figure 194 (SEQ ID NO:466), Figure 196 (SEQ ID NO:468), Rgure 198 (SEQ ID NO:470), Kgure 
10 im (SEQ ED Na472), Rgure 202 (SEQ ID NO:477). Figure 204 (SEQ ID NO:483), Figure 207 (SEQ ID 
^ NO:48«, Figure 209 (SK3 ID NO:496). Figure 211 (SEQ ID NO:498), Figure 213 (SEQ ID NO:506), Figure 
g 215 (SEQ ID NO:508), Rgure 217 (SEQ ID NO:510), Figure 219 (SEQ ID N0:515), Figure 222 (SEQ ID 
■Q^ NO:S23), Figure 225 (SEQ ID NO:526). Rgure 230 (SEQ ID NO:612). Figire 232 (SBQ ID NO:614). Figure 
^ 234 (SEQ ID NO:616) or Figure 236 (SEQ ID NO:618). lacking its assod^ signal pqitid^ 
ft^ (b) an eaOiacellulardoinmn of tite polypeptide shown in Figure 2 (S^ 

^ ID N0:7), Rpire 9 (SEQ ID N0:19). Figure 11 (SEQ ID NO:28), Rgure 15 (SEQ ID NO:36), Figure 20 (SBQ 
J ID NO:45). Figure 22 (SEQ ID NO:S2). Figure 24 (SBQ ID N0:5?). Figure 26 (SEQ ID NO:64), Kgure 28 
^ (SEQ ID NO:69), Rgure 30 (SEQ ID NO:74). Figure 33 (SEQ ID NO:85), Rgure 35 (SEQ ID NO:90), Rgure 
^ 37 (SEQID NO:97). Figure 39 (SEQ ID NO: 102), Figure41 (SEQID NO:109), Rgure43 (SEQID N0:114), 
1^ Kgure 45 (SEQ ID NO: 119). Figure 47 (SEQ ID NO: 124). Rgure 49 (SEQ ID NO: 132), Figure 51 (SEQ ID 
g NO:137). Figure 53 (SEQ ID NO:145). Figure55 (SEQ ID NO: 150). Kgure 59 (SEQ ID NO: 157), Figure 61 
(SEQ ID NO:162), Figure 63 (SEQ H) NO:169), Figure 66 (SEQ ID NO:178), Figure 68 (SEQ ID NO:183), 
Figure 70 (SEQ ID NO: 190), Figure 73 (SEQ ID NO: 196), Rgure 75 (SEQ ID NO:206), Rgnre 77 (SEQ ID 
NO:211), Figure 79 (SEQ YD NO:216), Figure 81 (SEQ ID NO:221). Figure 83 (SEQ ID NO-J226). Kgure 85 
25 (SEQ ID NO:231). Figure 87 (SEQ ID NO:236), Figure 89 (SEQ ID NO:245), Rgnre 91 (SEQ ID NO:25<9, 
Figure 93 (SEQ ID NO:259), Figure 95 (SBQ ID NO:264). Rgure 98 (SEQ ID NO:270), Rgure 109 ^EQ ID 
NO:284), Figure 1 18 (SEQ ID NO:296), Rgure 120 (SEQ ID N0:301), Figure 122 (SEQ ID NO:303), Figure 
125 (SEQ ID NO:309), Rgure 129 (SEQ ED NO:322), Rgure 132 (SEQ ID NO:330), Figure 136 (SEQ ID 
NO:337), Kgure 139 (SEQID NO:346), Figure 142 (SEQ ID NO:352), Figure 145 (SEQID NO:358), Rgure 
30 147 (SEQ ID NO:363), Figure 149 (SEQ ID NO:370). Rgure 151 (SEQ ID NO-J75), Kgure 153 (SEQ ID 
NO:380), Figure 155 (SEQ ID NO:385). Figure 157 (SEQ ID NO:390), 159 (SEQ ID NO-J95), Rgnre 
161 (SEQ ID NO:400), Ffeure 163 (SEQ ED NO:405), Figure 165 ^EQ ID NO:410), Figure 167 (SEQ ID 
NO:415). Rgure 169 (SEQ ID NO:420), Figure 171 (SEQ ID NO:42^, Figure 173 (SEQ ID NO:430). Figure 
177 (SEQ ID NO:437). Rgure 179 (SEQ ID NO:442), Figure 181 (SEQ ID NO:447), Rgure 183 (SEQ ID 
35 NO:452), Figure 185 (SEQ ID NO:454), Figure 187 (SEQ ID NO:456), Rgure 190 (SEQ ID NO:459), Rgore 
192 (SEQ ID NO:464), Kgure 194 (SEQ TD NO:466). Figure 196 (SEQ ID NO:468), Figure 198 (SEQ H) 
NO:47(9, Figure 200 (SEQ ID NO:472), Figure 202 (SEQ ID NO:477), Kgure 204 (SEQ ID NO:483), Figure 
207 (SEQ ID NO:488), Figure 209 (SEQ ID NO:496), Figure 211 (SEQ ID NO:498), Figure 213 (SEQ ID 
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NO:506), Kgure 215 (SEQ ID NO:308), Figure 217 (SEQ ED NOJIO), Figure 219 (SEQ E> NO:515), Figure 
222 (SEQ ID NO:S23). Rgure 225 (SEQ ID NO:S26). Figure 230 (SEQ ID H0:61D, Figure 232 (SEQ ID 
NO:614), Figure 234 (SEQ ID NO.^16) or Figure 236 (SEQ ID NO:6I8). with its associated signal p^tide; 
or 

(c) an extracdiular domain of die polypeptide sbown in Rgore 2 (SEQ ID N0:2), Figure 4 (SEQ 
5 ID N0:7). Rgure 9 (SEQ ID NO:19), Figure 11 (SEQ ID NO:28), Figure 15 (SEQ ID NO:36). Kgure 20 (SEQ 
ID NO:45), Figure 22 (SEQ ID NO:52), Figure 24 (SEQ ID NO:59), Figure 26 (SEQ ID NO:64). Figure 28 
(SEQ ID NO:e9). Figure 30 (SEQ ID NO:74), E«ure 33 (SEQ ID NO:85). Figure 35 (SEQ ID NO:90), Figure 
37(SEQIDNO:97). Flgure39(SEQID N0:1Q2), Figure41 ^IDNO:109), Figure 43 (SEQ ID NO. 1 14), 
Figure 45 (SEQ JD NO:lI9), Figure 47 (SEQ ID NO: 124), Rgure 49 (SEQ ID NO;132), Figure 51 (SEQ ID 
10 NO:137), Figure 53 (SEQ ID NO:145), Figure 55 (SEQ ID NO:150), Figure 59 (SEQ ID NO:157). Ftgure 61 
□ (SEQ ID NO:162), Figure 63 (SEQ ID NOrlfi?), Figure 66 (SEQ ID NO;178), Figure 68 (SEQ ID NO: 183), 
g Figure 70 (SEQ ID N0:1»J), Figure 73 (SEQ ID NO:196). Figure 75 (ffiQ ID NO:206). Figure 77 (SEQ ID 
^] N0:211), Figure 79 (SEQ ID NO:216), Figure 81 (SEQ ID NO:221), I^gure 83 (SEQ ID NO:226), Figure 85 
W (SEQ ID NO:231), Figure 87 (SEQ ID NO:236). Figure 29 (SEQ ID NO:245), Kgure 91 (SEQ ID NO:254), 
||5 Figure 93 (SEQ ID NO:259), Figure 95 (SEQ ID NO:264). F^ure 98 ^SBQ JD NO:270), Kgure 109 (SEQ ID 
\p, NO:284),Figure 118 (SEQ ID NO:296). Kgure 120 (SEQ ID NO-^01), Rgure 122 (SEQ ID N0:3(B),Kgnre 
f^^ 125 (SEQ ID NO:309), Kgure 129 (SEQ ID N0:322), Figure 132 (SEQ ID Na330), Kgure 136 (SEQ ID 
Q NO:337). Rgure 139 (SEQ ID NO:346). Figure 142 (SEQ ID NO:352), Kgure 145 CSEQ ID N0358), Figure 
147 (SEQ ID NO:363), figure 149 (SEQ ID NO370), Rgure 151 (SEQ ID NO:375), Kgure 153 (SEQ ID 
^ NO:380), Figure 155 (SEQ ID NO:385), Figure 157 (SEQ ID NO:390), Figure 159 (SEQ ID NO:395). Figure 
U 161 (SEQ ID NO:400). Figure 163 (SEQ ID NO:405), Rgure 165 (SEQ ID NO:410), Figure 167 (SEQ ID 
NO:415), iSgure 169 (SEQ JD NO:420), Rgure 171 (SEQ ID NO:425), Figure 173 (SEQ ID NO:430), Figure 
177 (SEQ ID NO:437). Figure 179 (SEQ ID NO:442), Figure 181 (SEQ ID NO:447). Figure 183 (SEQ ID 
NO:452). Figure 185 (SEQ JD NO:454). Figure 187 (SEQ ID NO:456). Hgure 190 (SEQ ID NO:459). Figure 
25 192 CSEQ ID NO:464), Figure 194 (SEQ ID NO:466), Figure 196 (SEQ ID NO:468), Figure 198 (SEQ ID 
NO:470), Rgure 200 (SEQ ID NO:472), Figure 202 (SEQ ID NO:477), Figure 204 (SEQ ID NO:483). Figure 
207 (SEQ ID NO:488). Figure 209 (SEQ ID NO:496). Rgure 211 (SEQ ID NO:498), Figure 213 (SEQ ID 
NO:506), Rgure 215 (SEQ ID NO:508). Figure 217 (SEQ ID NO:510), Rgure 219 (SEQ ID N0.515), Figure 
222 (SEQ ID NO:523), F^;ure 225 (SEQ ID NO:526), Figure 230 (SEQ ID NO:612), Rgure 232 (SEQ ID 
30 NO:614),Rigure 234 (SEQ n)NO:616) or Figure 236 (SEQ mNO:618),lacidi^^ 

22. AmetiiodofdeCectingaPR(M993poI}i>q}tid^ 
polypeptide, said indiiod (xmiprising o(^^ 

fonnadoaof aPR(M993/FR()337polypqytideooi$ugateinsaidsan:^ ii^tereinthefonxiatioiiof saidCQX^jugate 
35 is todicativeof ^presence of a PR(M993pQlypq>tide in saMsaoQ'te^ 

23. Th& mediod aocoidiisg to Cliaim 22, wherein said saxzqile oonq^nises ceOs suspected of 
ejqprcssing said PR04993 polypeptide. 
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24, Tte method according to Claim 22, wherein said PR0337 polypeptide is labeled with a 
(tetectable ]abd. 

25. The method acoordipg to Claim 22, wherein said PR0337 poljpeptide is attadted to a sdid 

5 

26. A meOKjd of detecting a PR0337 polypeptide in a san5)Ie suspect 

polypeptide, said method con?>risfaig comactmg said sanqple wifli a PR04993 polypeptide and detfitminhg ^ 
foimationof aPR04993/PR0337 polype^ conugate msaid san^riie. wherein &e fonnation of said conjugate 
is iidicaiive of tiie presence of a PRCB37 polypeptide m said san?)Ie. 

10 

27, The m^faod accoidii^g to Clahn 26, inlieiem said sanqOe conqirises cells suspected of 
J oqiiessmg mi PR0337 polypeptide. 

m 28. The n^Chod according to Clahn 26. wherehi said FR04993 polypqjtide is labded wifli a 

ii3 detectaUelabeL 



29, The m«hod aocordmg to Oami 26, v/h^xm said PR04993 polypqrtide is attadied to a solid 



p. s\sppotL 



^ 30, A method of detecth^ a PR01559 polvDeptide hi a sanyfe suspected nf rr wtainmg a wn] <;so 

polypqrtide, said n^Oiodcomprismgcomacttog said PRO700 or PR0739 polypeptide 

and dctermmmg flie fonnation of a PR01559/PR0725» PRO700 or PR0739 polypeptide confugate hi said 
smnplc, wherein Oie formation of said conjugate is hidicati ve of tixe preseircc of a PRO 1 559 po^peptide in said 

25 

31. The method accordmg to Clahn 30, \(*erem said san^le con^rises cells suspected of 
esqitesshig said PR01559 polypeptide. 

32. The m^Kxi accordhsg to Oahn 30, v/hmin said PR0725, PRO700 or PR0739 polypeptide 
30 is labeled with a detectable label. 

33. The method accordh^g to dami 30, wherem said PR0725, PRC700 or PR0739 polypeptide 
is attached to a solid support. 

^- A method of drtectmg a PR0TO5, PROTOO or PR0739 polypepdde in a san^le subjected of 
contamipg a FR0725, PRO700 or PR0739 polypeptide, said nMsthod conq)rismg comacih^ said sarnple with 
aPR01559polypeptideanddeteEmmuig tihe foimatifMiof a PR01559/PR0725, PRO700orPRO739poIypeptide 
conjugate m said 8anq>le, wherem the formation of said conjugate is mdicative of the presence of aPR0725, 
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PRO700 or PR0739 polypqitide in said smsph. 

35. Tte nwElhod accor&ig to Claim 34, wberdn said saicple conq)rises cells suspected of 
expressing said PR0725, PRO700 or PR0739 polypeptifc. 

5 36. The DMthod according to Claini 34, \(*erein said PR01559 polypepticfe is labded widi a 

detectable label. 

37 • The meflHxi aecordii« to Claim 34, wherrin said PRO 1 559 polypqrtide is attached to a solid 

10 



38. A method of linkijqg a bioactive molecule to a cell o^xressing a PR0337 pdypei^de, said 
medrod c(Hi5>risiag cratactiag said ceU 
^ allowing said PR0337 and PR04993 polypeptides to bind to one amjther, ^lereby said bioactive 

Si molecules to said cdL 

as 

p 39. Theinethodaccordii^toaaim38, iR^eremsaidbi^^ 

or an antibody. 

according to Claim 38, wheiefasaabfoMtiven^ 

ft) ceH. 

Pi 

41. A mrtfaod of linking a bioactive molecule to a cdle3?a^^ 
method con^>ri»ing contwjdng said ceU with a P^ 

allowing said PR04993 and PR0337 polypqrtides to biiri to one another. therAy linking said bioactive 
25 molecules to said ceH. 



42. *1*J^ method ax»rding to C3aim 41, wherein 
or an antibody. 

30 

43. The meflKJd according to CMn 41, wlterrim said Woac^ 

cell. 

44. A meflwd of linking a bioacdve molecule to'a cell ejqiressing a PR01559 pcrfypqjdde, said 
35 me&od conning contacting said ceflwifli a PR0725,PR07(K)o^ 

bioactive molecule and aHowing said PRO 1559 and PROTZS, PRO700 or PR0739 polypeptides to bmd to oi» 
anoti«, thereby linking said bioactive nablecules to said cell. 
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45. The method according to Claim 44, \^iereia said bioactive molecole Is a toxin, a radiolabd 
or an antibody. 

46. The medK)dacooidii^ to Qaim 44, wherein said bio^ 

ceU. 

5 

47 . A nffitbod of linldDg a bioactive molecule to a cell e3q)ressiDg a PR072S, PRO700 or FR073 9 
polyp^dde, said method conq)rislng contacting said cell with a PR01559 polypeptide that is bound to said 
bioactive molecule and aflowipg said PR01559 and PR0725, PRO700 or PR0739 polypeptides to bind to one 
am^ber, Oereby linkmg said bioactive motecote to said cell 

10 

^ 48* Tte mediod according to Qaim 47, wherein said bioactive molecule is a toxin, a ladiolabel 

^ or an axttibody. 

^ 49. The meduxl accoidii^ to Qaim 47, ij^Aierein said bioactive mol^^ 

W5 cen. 

m 

s, 50. A mediod of modolatnig at least <me biological activity of a ceU eapiessing a PR0337 

^ polypeptide, said mediod con^trising contacting s^ cell vnAi a PR04993 polypeptide or an anti-PR0337 
y, antibody, whwday said PR04993 polypeptide or said anti-PR0337 antibo^ binds to saidPRQ337 polypeptkle, 
therein modulating at least one biological activi^ of said ceil. 

51. The metiiodaccordit^ to Claim 50, wherdnsddceU is Id^ 

25 

52. A metiiod of modulatipg at least one biological activity of a cdl expiessing a FR04993 
polypeptide, said method comprising contacting said cell witii a PR0337 polypeptide or an anti-FR04993 
antibody, vtoeby said PR0337 polypeptide or said anti-PR04993 antitody binds to said PR04993 polypeptide, 

30 tbereby modwiflting at least one biological activi^ of said cell. 

53. The metiiod aocordii^ to Claim 52, \«1ierehi said oeU is Idl^ 

54. A mefliod of modulating at least one bk>Io;^cal activity of a ceD eaqpressing a PROi559 
35 potypqrtide, said metiK)dconpisingccmtactiqg said ce^ 

an antir-PROl559 antibo^, \4iereby said PR0725, PRO700 or PR0739 polypeptide or said anti-PR01559 
antibody binds to said PR01559 polypeptide, tiiereby modulating at least one biological activity of said cell. 
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SS. The m^K>d according to Claim 54, \^1xet^ 



56. A mdfaod of moduladDg at least one biological activiiy of a cell expressing a PR0725, PRO700 
orFR0739poIypq^, said mediod conyrising cwitacting said cdl with a TO or an anti* 
PR0725, anti-reO700oraiiti-PRO739 antibody, ^rfiwel7saWPR015»polypq^ anti- 
PRO700 or anti-PR0739 antibody binds to said FRO^. PRO700 or PR0739 polypeptide, ten*y modulating 
at lea^ one biological activity of said cdl. 

57. The mediodacc(»dii)g to Oaim 56. wherein said cell bulled. 
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